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A process for producing biotin wherein an 
S-adenosylmethion&ne synthase gene, having the sequence SEQ 
ID No. 1, and at/ least one further biotin biosynthesis gene 
bioSl, bioS2 otfbioS3, having the sequences SEQ ID No. 3, SEQ 
ID No. 5 or SBQ ID No. 7, and also their function al variant s, 
analogue s or yaerivat ives, are expressed in a prokaryotic or 
eukaryotic '"host" organism which is able to synthesize biotin, 
this organism is cultured and the synthesized biotin is used 
directly afjter separating off the biomass or after purifying 
the biotin, 

A process as claimed in claim 1 # wherein the variants of the 
genes having the sequences SEQ ID No.l, SEQ ID No. 3, SEQ ID 
No. 5 and SEQ ID/»o. 7 are genes which, on the amino acid 
level deduced £rom Jfene sequences as claimed in claim 1, 
exhibit a homoregy of from 30 to 100% and enable an increased 
synthesis of biptin to be achieved. 



A process as claimed in claim 1 - or wherein an organism 
selected from the group of the genera Escherichia, 
25 Citrobacter, Serratia, Klebsiella, Salmonella, Pseudomonas, 

Comamonas, Acinetobacter, Azotobacter, Chromobacterium, 
Bacillus, Clostridium, Arthrobacter, Corynebacterium, 
Br evibac t er ium , Lac tococcus , Lac tobac i 1 lus , S tr ep tomyce s , 
Rhizobium, Agrobacterium, Staphylococcus, Rhodotorula, 
30 Sporobolomyces, Yarrowia, Schizosaccharomyces or 

Saccharomyces is used as the host organism. 

/) 4. A process as claimed in^j ^^^^Q^P 1 fr o- * , wherein a 
regulation-defective biotin mutant is used as the host 



organism. 



ps b- A process as claimed in %n * F"6i claimo - l to 4 r , wherein at 



45 



least one copy of the genes having the sequences SEQ ID No.l, 
SEQ ID No. 3, SEQ ID No, 5 and SEQ ID No. 7 as claimed in 
claim 1 is expressed in a prokaryotic or eukaryotic host 
-organism-ei-ther-alone-or— together— wifch-one-or-more -copies-of — 
at least one further biotin gene selected from the group 
bioA, bioB, bioF, bioC, bioD, bioH, bioP, bioW, bioX, bioY or 
bioR. 
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Q^,6- A process as claimed in ''3^ claims 1 Lu 5, wherein at 

least one copy of the g£nes having the sequences SEQ ID No.l, 
SEQ ID No. 3, SEQ ID No. 5 and SEQ id No . 7 as claimed in 
claim 1 is expressed in a prokaryotic or eukaryotic host 
5 organism either alone or, on a shared vector or on separate 

vectors, together with one or more copies at least one 
further biotin gene selected from the group bioA, bioB, bioF, 
bioC, bioD, bioH, bioP, bioW, bioX, bioY or bioR. 

m 7. A gene construct which comprises an S-adenosylmethionine 

synthase gene, Aiaving the sequence SEQ ID No. 1, and at least 
one further bLotin biosynthesis gene bioSl, bioS2 or bioS3, 
having the sequences SEQ ID No. 3, SEQ ID No. 5 and SEQ ID 
No. 7, and a]/so their functional variants, analogues or 
derivatives, /and which is functionally linked to one or more 
regulatory Signals for the purpose of increasing gene 
expression and/or protein expression and/or whose natural 
regulation nas been switched off. 



8. A gene construct as claimed in claim 7, which has been 

inserted into a vector which is suitable for expressing the 
gene in a prokaryotic or eukaryotic host organii 



Lsm, 

9 . A gene construct as claimed in claim 7 -or— fT, wherein the 

genes having the sequences SEQ ID No. 1, SEQ ID No. 3, SEQ ID 
No. 5 and SEQ ID No. 7, and also their functional variants, 
analogues or derivatives, are present in several copies in 
the gene construct. 

^^10. A gene construct as claimed in aimG 7 to wherein 

the S-adenosylmethionine synttiase gene, SEQ ID No. 1, and at 
least one further biotin biosynthesis gene bioSl, bioS2 or 
bioS3, having the sequences SEQ ID No. 3, SEQ ID No. 5 and 

35 SEQ ID No. 7, and also their functional variants, analogues 

or derivatives, as claimed in claim 7, are present in the 
gene construct or vector together with one or more copies of 
at least one further gene selected from the group bioA, bioB, 
bioF, bioC, bioD, bioH, bioP # bioW, bioX, bioY or bioR. 
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l.L_^_Qmn i sm_wh i ch_cjpmpri s_e s_a gene construct a _s cl a imed i n 



for ' claims 7 to 10. 



12. The use of th§ 
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biotin. 
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ences as claimed in claim 1 for producing 
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'he use of the bio,S3— gene., having the seguen 



■ or of its fulactional variants, analogues or d 




e ither alo ne or in romhJjTatTon witTT'at^reast, qne^furtherqene 
selected from the g r ou ^S^adeno sy Ime t h i on ine synthase^gen^r^-t 
5 - bioSl, bioS2, bioA, bioBT bioF, bioC, bioDT bioH, biOPTTSioW, 
tfibx, bioY or bioR, for producing biotin. 



q__ 14. The use of a gene construct as claimed in any of 'ol a imu 7 Lu 
HttT for producing biotin, ^ 
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